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ABSTRACT

Introduction: DNA ligases as a particular type of enzyme which catalyze and facilitate
the formation of a phosphodiester bond in duplex DNA are central enzymes in molecular
biology. DNA ligase forms a bond between the end of a donor nucleotide and the end of an
acceptor nucleotide. Reaction of DNA ligases is necessary for all organisms and serves as the
fundamental step of DNA replication and repair. DNA ligase can play an important role in
repairing single strand disruptions and fasten nicks in double-stranded DNA. It also connects
Okazaki fragments during the replication of DNA. 74 DNA ligase, E. coli DNA ligase, and

thermostable DNA ligases are examples of DNA ligase enzyme family. These enzymes differ

in their co-factor requirements, substrate specificity, and thermal stability. Conclusion:

DNA ligase has the widespread use in laboratories of molecular biology for recombinant
DNA experiments. Despite the existence and operation of the DNA ligases in all organisms,

they show a vast variety of amino acid sequences, molecular sizes, and attributes.
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Number Name
EC621.1 acetate—CoA ligase
EC6.2.1.2 butyrate—CoA ligase
EC 6.2.1.3 long-chain-fatty-acid—CoA ligase
EC62.14 succinate—CoA ligase (GDP-forming)
EC 6.2.1.5 succinate—CoA ligase (ADP-forming)
FEC6216 glutarate—CoA ligase
EC 6.2.1.7 cholate—CoA ligase
EC 6.2.1.8 oxalate—CoA ligase
EC621%9 malate—CoA ligase
EC 6.2.1.10 acid—CoA ligase (GDP-forming)
EC6.2.1.11 biotin—CoA ligase
EC6.2.1.12 4-conmarate—CoA ligase
EC 6.2.1.13 acetate—CoA ligase (ADP-forming)
EC62.1.14 6-carboxyhexanoate—CoA ligase
EC 6.2.1.15 arachidonate—CoA ligase
EC 62116 acetoacetate—CoA ligase
EC 6.2.1.17 propionate—CoA ligase
EC 6.2.1.18 citrate—CoA ligase
EC6.2.1.19 long-chain-fatty-acid—luciferin-component ligase
EC 6.2.1.20 | long-chain-fatty-acid—/[acyl-carrier-protein] ligase
EC 62121 covered by EC 6.2.1.30
EC 6.2.1.22 [citrate (pro-35)-lyase] ligase
EC 6.2.1.23 dicarboxylate—CoA ligase
EC 62124 phytanate—CoA ligase
EC 6.2.1.25 benzoate—CoA ligase
EC 6.2.1.26 o-succinylbenzoate—CoA ligase
EC 6.2.1.27 4-hydroxybenzoate —CoA ligase
EC 6.2.1.28 o, To-dihvdroxv-5p-cholestanate—CoA ligase
EC 62129 deleted now EC 6.2.1.7
EC 6.2.1.30 phenylacetate—CoA ligase
EC 6.2.1.31 2-furoate—CoA ligase
EC62132 anthranilate—CoA ligase
EC 6.2.1.33 d-chlorobenzoate—CoA ligase
EC 6.2.1.34 trans-feruloyl-CoA synthase
EC 6.2.1.35 ACP-SH:acetate ligase
() b KJEC63 sl S 55 —-F Jgua
EC6.3.1.1 Aspartate-ammonia ligase
EC63.12 Glutamate-ammonia ligase
EC6.3.1.3 now EC 6.3.4.13
EC63.14 Aspartate-ammonia ligase (ADP-forming)
EC6.3.1.5 NAD+ synthase
EC6.3.1.6 Glutamate-ethylamine ligase
EC63.1.7 methyleneglutamate-ammonia ligase-4
EC6.3.1.8 glutathionylspermidine synthase
EC63.19 trypanothione synthase
EC&6.3.1.10 adenosylcobinamide-phosphate synthase
EC6.3.1.11 Glutamate-putrescine ligase
EC6.3.1.12 D-aspartate ligase
EC 6.3.1.13 | L-cysteine: 1 D-myo-inositol 2-amino-2-deoxy-o-D-glicopyranoside ligase
(V) I EC6-4 sbo (WIS 55 -V Jgoe
EC6.4.1.1 pyruvate carboxylase
EC6412 acetyvl-CoA carboxylase
EC 6.4.1.3 propionyl-CoA carboxylase
EC 6414 methvlcrotonoyl-CoA carboxylase
EC 6.4.1.5 geranoyl-CoA carboxylase
ECo64.1.6 acetone carboxylase
EC 6.4.1.7 2-oxoglutarate carboxylase
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