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ABSTRACT

Introduction: Glioblastoma (GBM) represents the most common and aggressive malignant brain
tumor in adults, characterized by poor responsiveness to both radiotherapy and chemotherapy. :
The average survival duration for affected patients ranges from 14 to 20 months. This study aims |
to elucidate the molecular underpinnings of radiation resistance in GBM by integrating bioin-
formatic analyses with experimental laboratory approaches. Materials and Methods: Analysis
of gene expression datasets identified four candidate genes (KLF10, THBS1, NFYB, OSR1). i
Human GBM cells were cultured, irradiated with 6 Gy, and processed for RNA isolation and
gPCR to evaluate gene expression. Results: Our results showed that OSR1 expression was sig- :
nificantly increased, while THBS1 levels were decreased in radiation-resistant cells compared to
control samples; however, KLF10 and NFYB did not exhibit significant changes. Conclusion:
These findings implicate OSR1 and THBSI as potential biomarkers of radiation resistance. Fur-
ther investigations into their pathways could help in developing targeted therapies for GBM.
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